Table 2. Variations in the JN.1 nucleotide sequences detected by the Ion Torrent, Optimized Ion

Torrent, Illumina, and Nanopore platforms.

Illumina/ Ilumina/
SNP/del/ Amino Acid Substitution Ton Torrent Optimized MicroFuture MicroFuture Nanopore/
MPLF and Region Ion Torrent Primer 1 Primer 142 BaiYi

C44T - T T T T T
C241T - T T T T T
T670G ORFla SI35R G G G G G
C897A ORFla A211D A A A A A
C2790T ORFla T842I T T T T T
C3037T - T T T T T
G3431T ORFla V1056L T T T T T
T3565C - C C C C C
G4184A ORFla G1307S A A A A A
C4321T - T T T T T
A6183G ORFla KI1973R G G G G G
A7842G ORFla N2526S G G N.D P.D G
C8293T - T T T T T
G8393A ORFla A2710T A A A A A
C9344T ORFla L3027F T T T T T
A9424G - G G G G G
C9534T ORFla T30901 T T T T T
C10029T ORFla T32551 T T T T T
C10198T - T T T T T
G10447A ORFla P3395H A A A A A
C10449A - A A A A A
G11042T ORFla V3593F T T T T T
11287 Del OFF la S3675-G3676- GTCTGGTTTT-  GTCTGGTTTT- GTCTGGTTTT- GTCTGGTTTT- GTCTGGTTTT-

F3677- G G G G G
G11727A ORFla R3821K A A A A A
C12789T ORFla T41751 T T T T T
C12815T - T T T T T
C12880T - T T T T T
T13339C - C C P.D C C
C14408T ORFIb P314L T T T T T
C15714T - T T T T T
T15756A - A A A A A
C17410T ORF1b RI1315C T T T T T
A18163G ORFIb 11566V G G G G G
A18492G - G G G G G
C18894T - T T T T T
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Notes: “Mutations in two adjacent base sites cause mutations in two amino acids. N.D, not detected; P.D,

partially detected.



